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International activities
Long visits



June to July 2014 Imperial College London, London, UK
July to August 2013 Wellcome Trust Sanger Institute, Cambridge, UK
March to April 2009 Research visit, Framingham Heart Study, Boston MA, USA

Participation in international collaborative studies

2009 to Present Member of the CHARGE Steering Committee

2011 to Present Member of the COMBI BIO Consortium

2011 to Present Member of the Cross Consortia Pleiotropy XC Pleiotropy Consortium

2009 to Present Participant, Emerging Risk Factors Collaboration ERCF, University of
Cambridge, Cambridge, UK

2009 to 2013 Principal investigator, Netherlands Consortium for Healthy Aging

2008 to Present Member of the Meta-Analyses of Glucose and Insulin related traits Consortium
MAGIC

2007 to Present Member of the European Network for Genetic and Genomic Epidemiology
ENGAGE Consortium

2007 to Present Active member of several GWA consortia Diabetes, Inflammation,

Cardiovascular disease, Renal disease, and Homeostasis

Teaching experience
Undergraduate Teaching
2002 - 2003 History taking and physical examination for midwifery students

2003 Research methodology workshop for public health experts, Bushehr University of
Medical Sciences, Bushehr, Iran

2002 Research methodology workshop for UNFPA project, Bushehr University of Medical
Sciences, Bushehr, Iran

1997-2002 Research methodology workshops for medical students, Kerman University of medical
sciences, Kerman, Iran

Postgraduate Teaching

2019 - Now Omics Technologies and their Application to Genomic Medicine, MSc Genomic
Medicine, Imperial College London
Role: Developed curricula, course materials, and practicums and gave lectures.

2019 - Now Introduction to the statistical analysis of genome-wide association studies (short
course), Imperial College London
Role: Developed curricula, course materials, and practicums and gave lectures.

2016 - Now Molecular and genetic epidemiology module, Imperial College London
Role: Developed curricula, course materials, and practicums, gave lectures, made
exams and marked them.

2019 - Now Mendelian Randomisation (course organiser and lecturer, short course), Imperial
College London
Role: Design the course, selected and invite lecturers, course materials and
practicums, gave lectures.



2008 - 2015 Study design (course coordinator and lecturer), The Netherlands Institute for Health

Science (NIHES), Rotterdam, The Netherlands

2008 - 2015 Methodologic topics (course coordinator and lecturer), The Netherlands Institute for

Health Science (NIHES), Rotterdam, The Netherlands
Role: Developed curricula, coordinated, administered and co-lectured full course.

Oral and Poster Presentations

2019

2019
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2016

2015

2013

2012

2009

2009

2009

2007

2006

Invited speaker, MRC Centre seminar, Imperial College London, UK. “The role of Mendelian
Randomization in Exposome research”

Invited speaker, KIRCNET, Stockholm, Sweden. “Mendelian Randomization analysis:

from associations to causality assessment”

Invited speaker, MRC-IEU, Bristol. “Genetics of low-grade inflammation”

Invited speaker, CHARGE investigator meeting, “UK biobank and the prospective on precision
medicine”

Poster presentation, EDEG, Paris, France. “Life time risks for type 2 diabetes mellitus the
Rotterdam Study”

Oral Presentation, European Society of Cardiology, Amsterdam, The Netherlands. “Do Genetic
Risk Scores Predict Cardiovascular Disease?”

Moderated Poster presentation, European Society of Cardiology, Munchen, Germany.
“Prognosis of unrecognized myocardial infarction in elderly men and women; The Rotterdam
Study”

Oral presentation, 4th Investigator meeting of the Cohorts for Heart and Aging Research in
Genomic Epidemiology CHARGE Consortium, Washington DC, USA. “Meta-analysis of C reactive
protein levels”

Oral presentation, 3rd Investigator meeting of the Cohorts for Heart and Aging Research in
Genomic Epidemiology CHARGE Consortium, Rotterdam, The Netherlands. “Meta-analysis of
fibrinogen levels"

Poster presentation, American Heart Association AHA Joint Conference 49th Cardiovascular
Disease Epidemiology and Prevention —and Nutrition, Physical Activity and Metabolism, Palm
Harbour, Florida, US. “Meta-analysis of genome wide association study in 26,967 subjects of six
population based studies identifies six loci for C reactive protein serum levels the CHARGE
consortium”

Oral presentation, 42nd Annual Meeting of the European Diabetes Epidemiology Group of EASD,
Robinson College, Cambridge, UK. “Genetic variation, C reactive protein, and incidence of type 2
diabetes”

Oral presentation, National Epidemiology Congress, Kerman, Iran. “Serum C reactive protein and
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